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1 1 1 1 1 1 1 1 1 1 9
2 1 1 1 1 1 1 1 1 1 9
3 1 1 1 1 1 1 1 1 1 1 1 1 1 1 14
4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 15
5 1 1 1 1 1 1 1 7
6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 17
7 1 1 1 1 1 1 1 1 1 1 1 1 12
8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 16
9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 14

10 1 1 1 3
11 1 1 1 1 1 1 1 1 1 1 1 1 12
12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 16
13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 16
14 1 1 1 1 1 1 1 1 1 1 10
15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 17
16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 14
17 1 1 1 1 1 1 1 1 1 1 1 1 1 13
18 0
19 0
20 0
21 0
22 0
23 1 1
24 0
25 0
26 0
27 0
28 0
29 0
30 0
31 0

Pathway

Table 1.  Summary of Ingenuity pathway analysis result
Each row is one network identified by Ingenuity Pathway program. The number in the cell is the number of predictor genes that are found to be related to the particular network and pathway 
as indicated in the row and column header. 
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